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DNA /27

A CGG GCG GCA GCAG GCAG GCA GCAA
CCGTATA AA CCCAC G AAAAC GG CA
CAGAA A A C CC CCC GAA

AC A GACAGAGGAAG A GACCCA GAC

AAACA AA° ATA A AC GG CAA AA G
AAGG A A AAA
GAAC GA A AA C .- .
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Genome sequencing on
ABI 3700 DNA analyzer
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Genomics firm aims to fill Asian gene gap

David Cyranoskd, Tokyo
A Talwanese company last week turned the
spotlight on Asian genetic variability when
it opened its laboratories in Taiped.

Vita Genomics was formed last year to
mine the mass of public and private genetic
data in an effort to trace genes among the

tained by the international Human Genome
Projectand by the US-based company Celera
Genomics. Celera, whichowns a 5% stake in
Vita, helped to set up the company after
abandoning its original plan to establish a
stibsidiary in Taiwan.

“Western drug companies mostly con-

Arademia Sindca, which is greatly expanding
its functional genomics capacity.

The question of how genetic diversity
between different ethnic groups influences
human health is a hotly contested one. But
many researchers in east Asia believe that
distinct sets of 5MPs within a region can
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Vita Genomics, Inc.

Lawrerice Shili-Hsin
Wir!, Chum-tin Su' &
Eftsonn Chen'”

FAuthor for correspondence

A Vita Genomies, Foe.,

7FL No.6, Sec I,

Sungshing Rd., Wi Shiang,
Taipei, 248 Tamwan

Tl +886 289 769 123
Fomail: effon chend@
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Vita Genomics, Inc., centered in Taiwan and China, aims to be a premier genomics-based
biotechnoalogical and biopharmaceutical company in the Asia—Pacific region. The company
focuses on conducting pharmacogenomics research, in witro diagnosis product
development and specialty contract research services in both genomics and
pharmacogenomics fields. We are now initiating a drug rescue program designed to
resurrect drugs that have failed in the previous clinical trials owing to low efficacies. This
program applies pharmacogenomics approaches using biomarkers to screen subsets of
patients who may respond better or aveid adverse responses to the test drugs.

Vita Genomics, Inc. has envisioned itself as an important player in the healthcare industry
offering advanced molecular diagnostic products and services, revolutionizing the
drug-development process and providing pharmacogenomic solutions.

Pharmacogenomics 2007; 8(6):669-67
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Recent Publications

Eugene Lin, Yuchi Hwang, Kung-Hao Liang, and Ellson Y. Chen. (2007) Pattern-Recognition Techniques with Haplotype
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Clinical Investigation 36: 866-874.

Pei-Jer Chen, Cherry Guan-Ju Lin, Felicia Yi-Fang Lin, Ellson Chen, and Lawrence Shih-Hsin Wu (2006) Genetic Structure
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51(11): 915-1036.
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Bin Jiang, Zhongzheng Zhu, Feng Liu, Lifang Hou, John Gu, Ellson Y. Chen, Chi-Meng Tzeng, and Guanshan Zhu. (2006)
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its Applications to Pharmacogenomic Studies. J Hum Genet 51: 751-759.

Eugene Lin, Yuchi Hwang, and Chi-Meng Tzeng. (2006) A Case Study of the Utility of the HapMap Database for
Pharmacogenomic Haplotype Analysis in the Taiwanese Population. Molecular Diagnosis & Therapy 10(6): 367-370.
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For details: http://www.vitagenomics.com/eng/results.htm
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Australia looks to Asia

BioSpactilim
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| EMERGING COMPANY OF THE YEAR [[BioSpectrum
VITA GENOMlcs TAIWAN
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HF I D i, “We strongly
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/ ZnpEDimo % 7'3 of genomics and

pharmacogenomics

= |

Blogﬁu CU U] E in the development of
QEV \ g\ Pel‘s?nalizeq medicines
is unarguably

indispensable”

Dr Ellson Chen,
Founder & CEQO,
Vita Genomics
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R R EE T F | | EGFR Typing:

A Theranostic Test for Predicting Responsiveness
of Non-Small Cell Lung Cancer to EGFRi Drugs

Ellson Y. Chen, Hua-Mei Chang, Guanshan Zhu and Chi-Meng Tzeng
Vita Genomics, Inc., Taipei, Taiwan
Shanghai GeneCore Biotechnologies, Shanghai, China

hitp-/iwww vitagenomics.com http-/iwww genecore com

 Abstract

Appiication of pharmacogenomics for disease treatments is illustrated. It's known that mutations in tyrosine kinase domain of epidermal

growth factor receptor (EGFR) gene are associated with sensitivity of non-small cell lung cancer {NSCLC) to the EGFR inhibitors drugs (e.g.,

gefitinib and erlotinib). To identify the prevalence of EGFR mutation in Han Chinese patients, 101 NSCLC samples were examined EGFR

mutation was detected in 26 (25.7%) tumors, more frequently in adenocarcinomas (44.2%), in females (48.3%), and in nonsmokers (65 7%).

Only 3 adenocarcinomas (5.7%) had K-ras gene mutation, which was reported 1o be associated with a lack of sensitivity to EGFR inhibitors. .

Our data suagested that a substantial portion of Chinese NSCLC patients could benefit from EGFR inhibitors. /
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